Additional file 3: Mitogenomic organization of Cerapanorpa dubia, C. nanwutaina ZQ, C. brevicornis, and C. byersi.
	Gene
	Position
	Size
	IGN (bp)
	Codon
	Direction

	
	From
	To
	
	
	Start
	Stop
	

	trnI
	1/1/1/1
	69/69/69/69
	69/69/69/69
	
	
	
	J/J

	trnQ
	67/67/67/67
	135/135/135/135
	69/69/69/69
	−3/−3/−3/−3
	
	
	N/N

	trnM
	146/146/143/146
	214/216/211/215
	69/71/69/70
	10/10/7/10
	
	
	J/J

	nad2
	215/217/212/216
	1240/1242/1237/1241
	1026/1026/1026/1026
	0/0/0/0
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	J/J

	trnW
	1242/1244/1239/1243
	1308/1310/1304/1309
	67/67/66/67
	1/1/1/1
	
	
	J/J

	trnC
	1301/1303/1297/1302
	1365/1367/1361/1366
	65/65/65/65
	−8/−8/−8/−8
	
	
	N/N

	trnY
	1372/1374/1367/1373
	1436/1438/1431/1437
	65/65/65/65
	6/6/5/6
	
	
	N/N

	cox1
	1439/1441/1434/1440
	2972/2974/2967/2973
	1534/1534/1534/1534
	2/2/2/2
	TTG/TTG/TTG/TTG
	T/T/T/T
	J/J

	trnL2
	2973/2975/2975/2974
	3038/3040/3040/3039
	66/66/66/66
	0/0/0/0
	
	
	J/J

	cox2
	3044/3046/3038/3045
	3731/3733/3725/3732
	688/688/688/688
	5/5/5/5
	ATG/ATG/ATG/ATG
	T/T/T/T
	J/J

	trnK
	3732/3734/3726/3733
	3802/3804/3796/3803
	71/71/71/71
	0/0/0/0
	
	
	J/J

	trnD
	3802/3804/3796/3803
	3868/3870/3862/3869
	67/67/67/67
	−1/−1/−1/−1
	
	
	J/J

	atp8
	3869/3871/3863/3870
	4030/4032/4024/4031
	162/162/162/162
	0/0/0/0
	ATT/ATT/ATT/ATT
	TAA/TAA/TAA/TAA
	J/J

	atp6
	4024/4026/4018/4025
	4701/4703/4695/4702
	678/678/678/678
	−7/−7/−7/−7
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	J/J

	cox3
	4701/4703/4695/4702
	5487/5489/5481/5488
	787/787/787/787
	−1/−1/−1/−1
	ATG/ATG/ATG/ATG
	T/T/T/T
	J/J

	trnG
	5488/5490/5482/5489
	5553/5554/5547/5554
	66/65/66/66
	0/0/0/0
	
	
	J/J

	nad3
	5557/5558/5551/5555
	5907/5908/5901/5908
	351/351/351/354
	3/3/3/0
	ATT/ATT/ATT/ATC
	TAA/TAA/TAA/TAA
	J/J

	trnA
	5909/5910/5903/5910
	5970/5975/5968/5971
	62/66/66/62
	1/1/1/1
	
	
	J/J

	trnR
	5975/5996/5973/5976
	6039/6060/6036/6040
	65/65/64/65
	4/20/4/4
	
	
	J/J

	trnN
	6040/6061/6037/6041
	6106/6127/6103/6107
	67/67/67/67
	0/0/0/0
	
	
	J/J

	trnS1
	6107/6128/6104/6108
	6173/6194/6170/6174
	67/67/67/67
	0/0/0/0
	
	
	J/J

	trnE
	6174/6195/6171/6175
	6239/6260/6236/6240
	66/66/66/66
	0/0/0/0
	
	
	J/J

	trnF
	6238/6259/6235/6239
	6302/6323/6299/6303
	65/65/65/65
	−2/−2/−2/−2
	
	
	N/N

	nad5
	6303/6324/6300/6304
	8034/8055/8031/8032
	1732/1732/1732/1729
	0/0/0/0
	GTG/GTG/GTG/ATA
	T/T/T/T
	N/N

	trnH
	8035/8056/8032/8036
	8098/8119/8096/8100
	64/64/65/65
	​0/0/0/3
	
	
	N/N

	nad4
	8099/8120/8097/8101
	9437/9458/9435/9439
	1339/1339/1339/1339
	0/0/0/0
	ATG/ATG/ATG/ATG
	T/T/T/T
	N/N

	nad4L
	9431/9452/9429/9433
	9721/9742/9719/9723
	291/291/291/291
	−7/−7/−7/−7
	ATG/ATG/ATG/ATG
	TAA/TAA/TAA/TAA
	N/N

	trnT
	9724/9745/9722/9726
	9790/9810/9785/9856
	67/66/66/65
	2/2/2/2
	
	
	J/J

	trnP
	9791/9811/9786/9791
	9856/9876/9851/9856
	66/66/66/66
	0/0/0/0
	
	
	N/N

	nad6
	9859/9879/9854/9859
	10386/10406/10381/10386
	528/528/528/528
	2/2/2/2
	ATT/ATT/ATT/ATT
	TAA/TAA/TAA/TAA
	J/J

	cytb
	10386/10406/10381/10386
	11522/11542/11517/11522
	1137/1137/1137/1137
	−1/−1/−1/−1
	ATG/ATG/ATG/ATG
	TAG/TAG/TAG/TAG
	J/J

	trnS2
	11521/11541/11516/11521
	11587/11607/11582/11587
	67/67/67/67
	−2/−2/−2/−2
	
	
	J/J

	nad1
	11604/11624/11599/11604
	12551/12571/12546/12548
	948/948/948/945
	16/16/16/16
	TTG/TTG/TTG/ATG
	TAA/TAA/TAA/TAA
	N/N

	trnL1
	12553/12573/12548/12553
	12618/12638/12612/12617
	66/66/65/65
	1/1/1/4
	
	
	N/N

	rrnL
	12619/12639/12613/12618
	13939/13959/13937/13938
	1321/1321/1325/1321
	0/0/0/0
	
	
	N/N

	trnV
	13940/13960/13938/13939
	14010/14030/14008/14009
	71/71/71/71
	0/0/0/0
	
	
	N/N

	rrnS
	14011/14031/14009/14010
	14803/14820/14801/14801
	793/790/793/792
	0/0/0/0
	
	
	N/N

	CR
	14912/14821/14910/14802
	16450/17969/16698/16714
	1539/3149/1789/1913
	
	
	
	


Notes. Data are given as Cerapanorpa dubia/ C. nanwutaina ZQ/C. brevicornis/C. byersi. IGN, intergenic nucleotides; negative numbers indicate that adjacent genes overlap.
